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(a) a first nucleic acid molecule having at least 40 contiguous nucleotides 
identic;)] in^cquence lo at least 40 contiguous nucleotide region of SEQ ID NO:54, SEQ ID 
NO:56, SEQID NO:57, SEQ ID NO:59, SEQ ID NO:60, SEQ ID NO;62, SEQ ID NO:63, SEQ 
ID NO:64,SHq\d NO:65, SEQ ID NO:67, SEQ ID NO:68 or SEQ ID NO:70; and 

(b) \ a second nucleic acid molecule comprising a first nucleic acid sequence 
that is at least 80% identical in sequence to SEQ ID NO:54, SEQ ID NO:56, SEQ ID NO:57, 
SEQ ID NO:59, SEQ ID ^O:60 ( SEQ ID NO:62> SEQ ID NO:63, SEQ ID NO;64,SEQ ID 
NO;G5, SEQ ID NO:67, SEQ ID NO:68 and SEQ ID NO;70 7 and a fragment thereof, wherein 
said fragment is at least 50 nucleotides in length, and wherein said percent identity can be 
determined by a DNAsis" 1M computer program with a gap penalty set at 5, the number of top 
diagonals set at 5, a fixed gap penalty set at 10, a k-tuplc set at 2, a window stee set at 10 and a 
floating gap penalty set at 10, 

Claim 25 (Reiterated) The nuclcieyacid molecule of Claim 24, wherein said isolated 

nucleic acid molecule encodes a pro^v^omprising an amino acid sequence selected from the 
group consisting of SEQ ID NO;55, SEQ ID NO:58, SEQ ID NO:6l, SEQ ID NO:66 and SEQ 
ID NO:69. 



Claim 28 (Reiterated) An isolated nucleic acid molecule selected from the group 

consisting of: \ 

(a) a first nucleic acid molecule comprising a first nucleic acid sequence 
encoding a first protein selected from the group consisting^: 

(i) a second protein comprisin^an amino acid sequence that is at 
least 70 percent identical in sequence to SEQ ID NO:55, SEQTD NO:58, SEQ ID NO:61, SEQ 
TD NO:66, and SEQ ID NO:69, wherein percent identity is determined by aDNAsis™ computer 
program with a gap penalty set aL 5, the number of lop diagonals \et at 5, a fixed gap penalty set 
at 10, a k-tuple set at 2, a window size set at 10 and a floating gap penalty set at 10; and 

(ii) a second protein comprising a fragment of at least 40 contiguous 
amino acids identical in sequence to an at least 40 contiguous amino acids of the 
first protein; 
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(b) a setond nucleic acid molecule comprising a second nucleic acid sequence 
encoding a proiein that comprises an at least 30 contiguous amino acid region identical in 
sequence to an at least 30 contiguous amino acid region of SEQ ID NO:55, SEQ ID NO;58, SEQ 
TD NO:61, SEQ ID NO:66, and^hoiD NO;69; 

(c) a third isolarga^iuclcic ucid molecule complementary to the first or second 
nucleic acid molecule. 

Claim 29 (Reiterated) The nucleic acta molecule or Claim 28, wherein said protein binds 

to canine JL-13, as measured by its ability to inhabit ILr 13-stlmulated TF-1 cell proliferation. 



Claim 30 (Once amended) The nucleic acid molecule of Claim 28, wherein said isolated 
nucleic acid molecule comprises a nucleic acid sc#tfence that encodes an IT,-13Ra2 protein of at 
least 40 amino acids in length, wherein said nucleic acid sequence comprises an at least 120 
contiguous nucleotide sequence idenftoiKin sequence to an at least 120 contiguous nucleotide 
region of SEQ ID NO:54, SEQ !DyN€^6, SEQ ID NO;57, SEQ ID NO:59, SEQ ID NO;60, 
SEQ ID NO:62, SHQ ID NO^i^E^TD NO:64,SEQ ID NO;65, SEQ ID NO:67, SEQ ID 
NO:68 or SHQ ID NO :,70, wherein said isolated nucleic acid molecule does not hybridize under 
conditions coinmising hybridization at 65°C in 0.1 X SSC followed by washing at 65°C in 0. 1 X 
SSC with tjadlhird nucleic acid sequence selected from the group consisting of SEQ ID NO:95, 
SEQ ID NO:96, SEQ ID NO:97 and SEQ ID NO;98. 



Claim 34 (Reiterated) Ata isolated protein selected from the group consisting of: 

(a) a first protcta comprising a first amino acid sequence of at least 30 amino 
acids in length, wherein said first aiuino acid sequence has at least 30 contiguous amino acid 
region identical in sequence to at least 30 contiguous amino acid region of SEQ ID NO:55, SEQ 
ID NO;58 7 SEQ JD NO:6l, SEQ ID NOrfi^or SEQ ID NO;69; and 

(b) a second protcinr^mtorising a third amino acid sequence that is at least 70 
percent identical in sequence to SEQ ID NO:SS, SEQ ID NO:58 t SEQ TD NO:61,SEQ ID 
NO:66, or SEQ ID NO:69, and a fragment thereby wherein said fragment is at least 40 amino 
acids in length, wherein percent identity is determined by aDNAsis™ computer program. 
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Claim 35 (Reiterated) The isolated protein of Claim 34, wherein said first protein is 

encoded by a nucleic acid molecule comprising an at least 90 contiguous nucleotide region 
identical in sequence to an at least 90 contiguous nucleotide region of SEQ ID NO:54, SEQ ID 
NO:57, SEQ ID NO:60, SEQ ID NO:63, SEQ ID NO;65 or SEQ ID NO:68. 



Claim 36 (Once amended) A chimeric jjtf£Teic acid molecule encoding a fusion protein 
comprising: 

(a) a nucleic api^pafcleeule encoding a carrier protein domain; and 

(b) a nu^Jgfc acid molecule encoding a canine IL-13Ra2 protein domain, 



Claim 37 (Reiterated) The chimeric nucleic acid molecule of Claim 36, wherein said 

fusion protein further comprises a linker sequence. 

Claim 38 (Reiterated) The chimeric nucleic acid molecule of Claim 36, wherein said 

carrier protein domain is an immunoglobulin Fc region. 

Claim 39 (Reiterated) The chimeric nucleic acid molecule of CJaim 36, wherein said 

carrier protein domain is a canine immunoglobulin Fc region. 

Claim 40 (Reiterated) The chimeric nucleic acid molecule of Claim 36, wherein said 

earner protein domain is a canine immunoglobulin IgG Fc region. 

Claim 43 (Reiterated) The chimeric nucleic acid molecule of Claim 36, wherein said 

chimeric nucleic acid molecule comprises a nucleic acid sequence selected from the group 
consisting of SEQ TD NO:7 1 , SEQ ID NO:74, SEQ ID NO:77, SEQ ID NO:80 and SEQ ID 
NO:82. 



Claim 44 (Once amended) The chimeric nucleic acid molecule of Claim 36, wherein said 
nucleic acid molecule encoding said IL- 1 3Ra2prg^inr^oniain comprises a nucleic acid 
sequence selected from the grouprtbo^t^^ ID NO:54, SEQ ID NO:57, SEQ ID NO:6() 
SEQ ID NO:63, SEQ ID NQ^Sid SEQ ID NO:68. 
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Claim 45 (Once amended) The chimeric nucleic acid mol^ulc of Claim 36, wherein 

said chimeric nucleic acid molecule comprises said nucleic acid'molecule encoding said carrier 
protein domain on the 5' end of said chimeric nucleic acid^molecuJe and said nucleic acid 



molecule encoding said IH3Roc2 protein domain^ 
molecule. 




end of said chimeric nucleic acid 



Claim 46 (Once amended) ThcttY^rr\ttnc nucleic acid molecule of Claim 36, wherein said 
chimeric nucleic acid molgeulc comprises said nucleic acid molecule encoding said 1L-I3a2 
protein domain on tj^S'end of said chimeric nucleic acid molecule and said nucleic acid 
molecule encoding said carrier protein domain on the 3' end of said chimeric nucleic acid 
molecul 



Claim 47 (Once amended) A fusion protein comprising a earner protein domain and a canine 
Tl^l3Rce2 protein domain. 



Claim 49 (Reiterated) The fusion prolein of Claim 47, wherein said fusion protein 

comprises an amino acid sequence selected from the group consisting of SEQ ID NO:72, SEQ 
JD NO:75, SRQ ID NO;78, and SEQ ID NO:81 . 



Claim 50 (Once amended) The fusion protein of CKiim 47, wherein said IL- 1 3Ra protein 
domain comprises an amino acid sequence selectep from the group consisting of SEQ ID 
NO:55, SEQ ID NO;58, SEQ ID NO:61 , SEQ JD NO;66, and SEQ ID NO:69. 



Claim 51 (Once amended) A iheyfteudc composition that, when administered to a canid, 
regulates an immune response in sal^reanid, said therapeutic composition comprising a nucleic 
acid molecule encoding a therapt^j^compound selected from the group consisting of: 

(a) a protehf selected from the group consisting of a canine IL-13Roc2 and the 
fusion protein of claim **** 

a mimctopc of said protein; and 
a multimcric form of said protein. 
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